Consensus HORs for chromosomes 1, 4, 5, 7, 8, 10, 11, 17, 19, and X

Monomers in consensus HORs (nmers), denoted t01, t02, ... tn, are aligned to consensus 171-bp monomers, according to convention used by Romanova (1996). Additional bases in monomers with more than 171 bp are listed at the end of each consensus HOR (positions after alignment).

Chromosome 1 (consensus length 1866 bp)
t01=171 CATCTGCAAGGGGACATTTGGAGGGCTTCGAGGCCTGGGGTGGAAAAGGAAATATCTTCTCATCAAAGCTACATGGAAGCATTCTCAGAAGCTGCTTTGTGATGATTGCATTCAAGTCACCGAGTTGAACATTCCCTTTGATGGGGCCGTTTGGAAACACACTTTTGGTAG

t02=171 AATCTGCAAGCGGATATGTGGACCTCTTTGAACATTTCGATGGAAAAGGGATAATCTTCCCATAAAAGCTAAACGGAAGCATGCTCAGGAACTTCCTTGTGATGTTTGCATTCAACTCACAGAGTTGTACTTTCCTTTTGATAGAGCAGCTTTGAAACCCCCTCTTTCTAG

t03=171 AGCCTCCAAGTGGACATTTGGAGCGCTTTCAGGCCTGTGGTGGAAAAGGAAATATCTTCACATAAAAACTAGAGAGAAGCATTGTCAGAAACTTCTTGGTGATGATTGCATTCAACTCACGGAGCTGAGGATTCCTTTTGATGCAGCAGTTTGGAAACACTCTTTCGGTGG

t04=171 CATCTGCAAATGGATAGGTGGAACTCTGTGAAGACTTCTTTGGAAACGGGAATATCCTCACGTAAAAAGTAAACAGAAGCATTCTCAGAAACTCCTTTGTGAGGCTTGTGTTCAACTCCCAGAGTATAACATTGCTTTTCATAGAGCAGTTTTGAAACATTCTTTTCGTAG

t05=171 GACCTGCAAGTGGATATTTGGAGCACTTTGTGGCCTTCGTTCGAAACGGCTATATCTTCACATAAAATCTAGACAGAAGCCTTCTCAGAAACTTCTCTGTGATGATTGCATGCAACTCACAGAGTTGAACATTCCTTTTGATGGAGCAGTTTTGAAACTCTCTTTTGCTAG

t06=166 
ACTCTGCAGGTGGATATTTGGACCTCTCTGAGGATTTCGTTGGAAACGGGATAA----CGTCACCTAACTAAACAGAAGC TTTCGCAGAAACATCCTTCTGACGTTGGCATTCAAAGTCCAGAGTTGAGCCTTCCTTTGGTAGTT-CACGTTTGAAACAC TCTTTTTGGAG

t07=171 CATCTGCAAGTGGAGGTTTGGAACGCTTTGAGGCCTACGGTAGTAAAGGAAACAGCTTCATGTAAAAACTGGACAGAAGCATTCTCAGAAAATACTTTGGGATGATTGAGTTCAACTCACAGAGCTGAACATTCCTTTGGGTGGAGCAGTTTTGAAACACACTTTTTGTAG

t08=165 
AATATGCAAGTGGATTTTGGGACTTCTCTGAGAATTTCGTTGGAAACGGGAT-A-AACCTCACATAACTGAAGAGGAA-C ATTCTCAG-AACTTCTTGGTGATGTTGGCATTCAACTGACAGAGTTGAACCTTCCCTT-GTGAGTTCAGG-TTGAAACGC TCTTTTCGTAG

t09=171 AATCTGCAAGTGGAGATTTGGACCTCTTTGAGGCCTATCGTAGTAAAGGAAAGAACTTCATCTAAAAACAAGACAGAAGCATTCTCAGAAAATTCTTTGCGATGATTGAGTTTAACTCACAGAGCTGAGCATATCTTTTGATGGCGCATTTTCAAAACACACCTTTTGTAG

t10=167 
AATCTGCAAGTGGAGATTTGGACCGCTCTGAGGATTTCGTTGGATACGGGAGAGAA---GTCACCTACGTAAACAGAAGC ATTCTCAGAACCTTCTTCGTGATGCTTGCATTCAACTCACAGTGTTGAACCTTTCTCT-GACAGTTCAGGTTTGAAACAC TCCTTCTGCAG

t11=171 AATCTGAAAGGGGAGATTTGGACCGCTTTGAGGCCTATGGCAGTAGAGGATATAACTGCACATAAAAACGAGACAGGAGCATTCCCAGGAAACACTTTGTGACGATTGAGTTCAACTCACAGAGCTGAACATTCCTTTGGATGGAGCAGTTTCCAAACACACTTTGTGTAG

Chromosome 4 (consensus length 2211 bp)  
t01=171 ATCACCCAAGTGGATATTTGGAGCGATATGAGGCCTATGGTGGAAAAGGAGATACCTTCACATGGAAGCTACACAGAAGCATTCTCAGAAACTGCTTTGGGATGTGTGCATTCAACTCACAGATGTGAACGCTTTCTTTGATAGAGCAGTTGTGAAACATTCTTGTTGCAG

t02=169  

AATCTGCTTGAGGATATTTGGAGCTCT-TGAGG-AATTCGTTGTAAACGGGGTATCTGCACATACAAACTGGATGGAAGC ATTCTCAGAAACTTTTTTGTGATGTCTGCATTCAACTCACAGAGTTGAACCTTCCTTTGGGAGAGCAGTTCTGAAGCAGTGTTTTTGCACT

t03=170 
AATCTGCCTGAGGACATTTGGAGCTCTTTGAGG-AATTCGCTGTAAACGGGATGTCCGCACATACAAACTAGACACAACT ATTCTCAGAAACTTTTTTGGGATGTGTGGATTCAACTCACAGAGTTCACCCTTCCTTTTGATAGAGCAGTCTTGAAATACTGCTTTTGTAG

t04=170 
AATCAGCTTGAGGATATTTGTAGGTCTTTGAGG-AATTCGTTGTAAACGGGATATCTGCACATACAAGGTAGACAGGAAC ATGGTCAGAGACTTTTTTGTGATGTGTGAACTCAACTCACAGAGTTCAACCTTTCTTTCGATAGAGCAGTTTTGCAGCACTGCTTTTGTAG

t05=168 
AATCTGCTTGAGGATATTTGGAGCTCTTGGAGG-AATTCGTGGCAAACGAGATATCTCCACATACAATCTAGACAGAAGC ATTCTCAGAAAA--TTTTGTGCTGTGTGCATTCAAGTCACAGAGTTGAACGTCTTTTTGGATAGATCAGTTTTGAAACCA TCCTTTTCTAG

t06=170 
AATCTGCTTCAGGATATTTGGAGCTCTTTGAGG-AATTCGTTGCAATCGGGATATCTGCACATACAAATTAGACAGAAGC ATTCCCAGAAACTTTTTCGTGATGTGTGGATTCAACTCACAGAATTCAACCTTCCTTTTGATAGAGCATTCCTGAAACCC TGCTTGGGTAG

t07=167 
AATCTGCTTGAGGATATTTGGAGCTCTTTCAGG-AATTCGTTGCCAACGGGATATCTGCACAAAATTGACAGA-A-GCGT TCTCAGA-ACCTTTTTTTGGGATGTGTGGATTCAACTCACACAGTTCAATCTTCCTTTTGATAGAGCAGTCTTGAAATAC TGCTTTTGAAG

t08=170 ACTCTGCAAGTGTTCATTTGGAGCGCTTAGAGGCTCATGGTGGAAAGTGAAATATCTTCACATATAAACTAGATAGAAGCATTCTCAGAAAC-ATTTAGGGATGTGTGAACTCAACTCACGGAGTTCAACTTTCCTTTTGATAGAGGTGTCTTGAAATCC TGCTTTTGCAG

t09=171 AATCTGCAAGTGTTCATTTGGAGCGCTTTGAAGCCTACGGTGGAAAAGGAAATATCTTCACATAAAAGCTAGACAGAAGTATTCTCAGACAGTTCTTTGTGATATGTCCATTCAACTCACAGAGTTGAATCTTTCCTTTGGTAGAGAAGATTGGAAACATTCTTTCTGCAT

t10=171 AGTCTGCAAGTGTTCCTTTGGAGCGCTTTGAGGCTTATGGTGGAAAGCAAAATATCTTCACATAAAAACTAAACAGAAGCATTCTCAGAAAGTGCTTTGGGATGTGTGCATTCAACTCACAGAGTTGAACGCTTTCTTTGATACAGCAGTTTAGAAGCATTCTTTTTGTAG

t11=171 AATCTGCAAGTGTTCATTTGGAGCGCTTTGAAGCCTAGGGTGCAAAAGGAAATATCTTCACAGAAAAACCGGACAGAAGCATTCTCAGAAACTGCTTTGTGATGTGTCCATTGAACTCACAGAGTCCAACCTTTCTTTTGATAGAGCAGATTTGAGGCATTCTCTGTGCAT

t12=171 GATCTACAAGTGGATATTTGGAGCGATTTGAGGCCTATGGTGGAAAAGGAAATATCTTCGGATAAAAACTACACAGAAGCATTCTCAGAAACTGCTCTGTGTTGTGTTCATTGAAGTCAAAGGGTTGAACTCCGTCTTTGATAGAGCAGTTTTGAAACATTCTTTTTGTAG

t13=171 TATCTGCAAGTGTTCTTTTGGAGCGCTTCGAAACCTGCGGTGGAAATGGTAATATCGTCACATAAAAACTAGACGGAAGTTTGCTCAGACAGTTCCTTGTGATGTGCGCATTGAACTCAAAGAGTTGAACCTTCCTTTTGAGAAAGCAGTTTTGAAACAGTGTTTTCTTAC

Additional base: In t10 additional base A should be added after position 30.
Chromosome 5 (consensus length 2214 bp)
t01=171 GTCTGCAAGCGGATAATGGGCTTCGCTTTGTGTCCTTTGGTGGAAACGGGAATATCTTCTAATAAAAACTAGACAGAAATATTCTCACAATCGTCTTTGTGATGTGGGCATTCAACTAACACAGTTGAACATTTCTTCTCACAGAGCAGTTTTGAAACACTCTTTTGCTAG

t02=170 
AATTGC-AGGTGAATCTTTGGAGCGCTTTGAAGCCTTTGTTGGAAATGGGAATATCTTCACACACAAACTAGCCAGAAGC ATTCTCAGAAACTTCTTTGTGATGTGTGCGTTGAACCCAGAGAGATGAACCTTTCCTTTGATAGAGCAGTTTTGAAACGTGTTTTTGTAAG

t03=170 AATCTGCCAGCGGACACTTGGAGCGCTTTGAGGGCTATGGTGGAGAAGGAAACATCTTCCCATAAAAACTAGAAAGAAGCATTCTCGGAAACATTTATGTGAAGCGTGCCTTCAACTCACAGAGTTGAACCTTCCTTTTGATAGAACAGTTTTGAAACACTCTTTTG-AAC

t04=171 AATCTACAATTGGATAATTGGAACCCTTTGATGCCCATGGTAGAAAAGGAAATATCCTCATATAAAAACTAGACAGAAGGATTCACAGAAAATGCTTTGTGATGTGTGCATTCAAATCACGGAGTTGAATCTTTCTTTTGTTAGAGCAGTTTTGAAACACTGTTTCTGTGG

t05=171 GATCCGCAAGTGGATATTTGGACAGCTTTGAGATCTTTGCTGGAAATGGGAATATCTTCACATATAAACTAGACAGAAGCATTCTCAGAAACTTCTTCGTGATGTGTGCATTCTACTCCCAAATTTGAATCTTCCTTCTCATGAAGCAGTTTTGAAACACTCTATTTGTGC

t06=170 
AATCTGAAAGTGGATATTTGGAGCTCTTTGAGGGCTATGGCGGAAAAGAAAATATATTCACAT-TAAACTAGACAGCAGC ATTCTCAGAAACTTCTTTAGGATGTCTGCAGTAAACTCACAGAGTTGAACATACCTTTCCGTAGAGCAGTTTTGAAACACTCTGTTTGTGG

t07=167 AATCTGCATGTGGATATCTGGAGCGATTTGAGGCCTATGGTCAAAAAGGAAATATCTTCCTGGGAAAAATAGACGAAAGCATTCTCAGAAACTGCTTTGTGATATGTGCATTCGACTCACCGAGTTGAAACTTTTTTTTGATAGAGCAGTTTTGAAACACTC----TGTAG

t08=171 AATCTGCAAGTGGATATTTGGAGCGCTTTGAGGCCTATGGTAGAAAAAGAAATATCTGCCTCTAAAAACTAGACAGAAGCATTCTGAGAAACTTCTTTGTGATGTTTGCATTCAACTACCAGAGTTGAATCTTCCTTTTGATAGGGCAGTTTGGAAACACTCTTTTTGTAG

t09=171 AATCTGCAAGTGGATATTTGGACTGCTTTGAGGCCTTCATCGGAGACGGGAATATCTTCACATAAACACTAGGCAGAAGCATTCTCAGAAACTACTTTGTGATCTGTCCATTCAACTCACAGAGTTGAACCTTCCTTTTTATGGAGCAGTTTTGAAACACTGTTTTTGGAG

t10=171 AATCTGCAAGTAGACATTTGGAGTGCTTTGAGGGCTGTGGTGCCAAAGGAAATGTCTTCCCATGGAAACTAGACTGAAGCATTCTCAGCAACTTCTTTGTGACGTTTGCATTCATCTCACAGTGTTGAACATACCTTTCCATAGAGTAGTTTTGAGACACTATTTTTGTAG

t11=170 AATCTGCAAGTAGATATTTGGAGCGCTTTGAGGCCTTCGTTGGAAACCGGAATATCTTCACAGAAAAAGTAGATAGAGGCATTCTCAGAAACTTTTTTGTGATATGTTGATTCATCTGACAGCGTTGAACCTTTCTTTTGATAGAGCAGTTTTGAAAAACTC-TTTTGTCG

t12=170 AATCTGCAAGTGGATATTCGGACCACTTTGAGGCCTTCATAGGAAACAGTAATACCTTCACATAAAAACTAGATAGAAGCATTGTCAGAAAGTTCTTTGTGATGTGTGAATTCAACTCACAGAGTTGAACC-TTCCTTTAATAGAGCAGTTTTGAAACAC TCTTCTTCTAG

t13=171 AATCTGCCAGTGGATACTTGGAGCGCTTTGAGGGCTATTGTGCCAATGGAGATATCTTCCCCTAAAAACTAGACAGAAGCATTCTCAGAAACTACTTTGTGATGTTTGCATTCAACTCACAGAGTTGAACATACCTCTTCATAGAGCAGTTTTGAAAACCTCTTTTTGTAG

Chromosome 7 (consensus length 2734 bp)  
t01=170 
AATCTGCAGGTGGATATTTGGAGTGCTTTGAAGCCTTCTTTGGAAACGGGAGTATCGTCACATAAAAA-TAGACAGAAGT ATTCCCAGAAACTTCTTTGTGATTTGTGCATTCAACTCACAGAGTTGAAGCTTCTTTTTGATAGAGCAGTTTTGAAACACCCTTTTTGCAC

t02=171 AATCTGCAGGAGGATATTTGGAGCTCTTTGAGTGCTACATTGGAAACGGGAATATCGTCACCTAAAAACTAGAAAGAAGCATTCTCTGAAACCACTTTGTGATGTGTGCATTCATCTCACAGAGTTGAACCTTCCTTTTGATAGAGCAGTTTTGAAACCCTCTTTTTGTAC

t03=171 AATCTGCAAGTGGATATTTGGAGCAAATTGAAGCCTTCTTTGGAAATGGGAATATCTTAATCTAAAAATTAGGCAGAAGCATTCTCAGAAACTACTTTGTGATGTGTGCATTCAACTCACAGAATTGAACCTTCCTTTTGATACAGCAGTTTTGAAACACTCTTTGTTTAG

t04=171 AATCTGCAAGTGGATATTTGGAGCACATTTATGCCTGTGGTAGAAAAGGAAATATCTTCACATAAAAACTAGACAGAAGCATTCTCAGAAACGAATTTGTGTTGTGTGCATTCTACTCCCATAGTTGAAAATTTCTTTTGATAGAGCAGTCTGGAACCACTCTGTTTCTAA

t05=170 AATCTGCAAATGGACATTTGGAGCGCTTTGAAGGTTATGATGGAAAAGGGAATATCTTCGCATTAAAACTAGACAGAAGCATTCTCAGAAACTTCTTTGTGATGTGTGCATTCAACTCCCAG-GTTGAACCTTTCTTTTGTTAGAGCAGTTTTGAAACAC TCCTTTTGTAG

t06=171 AATCTGCAGGCGGATATTTAGTACTCTTTGAAGCATTCTTTGGAAACGAGAATATCTTCACCTAAAACCTAGACAGAAGCATTCTCAGAAACATCTTTGTGATGTGTCCATTCATCTCACAGAGTTGATAGAACGTTTTGATAGAGCAGTTTTGAAACACTCTTTTTAAAG

t07=170 
AATCTGCCAGTTCATATGTGCAGTGCTTTGA-GGCTTATGGTAGAAAAGGAATATCTTCATATAAAAACTAGACAGAAGC ATTCTCAGAAACGACTTTGTGATGTGTGCATTCTACACACAAAGTTGAAACTTTCTTTTGATAGAGCAGTTTTGAAACCGTCTTTCCGAAG

t08=171 AATCTTCAAGTGGGCATTTCGAGGGCTTTGAGGACCATTGCGGATAAGGAAATATCTTCCCATAAGAAGTAGACAGAAGTATAATCAGAAACTTCATTTTGATGTGTACATTCAACTCACAAAGCAGACCCTTACTTTTGATAGAGAAGTTTTGAAACACTCTTTTTGTAG

t09=171 AATCTGCAATTGGATATTTGGAGCGCTTTCAGGCCTCTGGTAGAAAAGGAAATATCTTCACATAAAAACTAGACAGAAGCATTCTCAGAAACGACTTTGTGATGTGTGTATTCTACTCCCATAGTTGAACATTTCTTTTGATAGAGCCGCCTGGAAACAATCTTCTTGTAG

t10=170 AATCTGCAAGTGGACATTTGGAGCGTTTCGAAGGCTGTGGTTGAAAAGGTAATATCTTCACCTAAAAACTAAATGGAAGCATTGTCCGAAACTT-TTTGTGATGTGTGCGTTCAACTCACAGAGCTGAACCTTCCTTTTCATAGACCAGTTTTGAATCAC TCTTTTTGTAG

t11=171 AATCCGCATTTAGATATTTGGAGCGCTTTGAAGACTTCATTGGAATCGCGAATACCTTCACATAAAAACTAGACAGAACCATTCTCAGAAACTTCTTTGAGATGTGTGCATTCAACTCACAGAGCTGAACCTTTCTTTTGATAGTGCAGTTTTGAAACATTCTTTTTAAAA

t12=171 AATCTGCAGTTGGACATTTGGAGCTCTTTTAGGCTATCGGTTGAAAAGGAAATATCTTCACATTAAAACAAGACAGAAGCATTCTCAGAAACTCCTTTATGATGTCTGCATTCAACTCACAGAGTTGAACCTTCCTTTTCATAGAGCAGTTTTGAAACACTCTTTCTGTAG

t13=170 
AATCTGGAGGCGGATATTAGGGTGCTTTGAAGC-CTTCTTGGGAAACAGGATTATCTTCACATAAAAATTAGACAGAAGC ATTCTCAGAAACTTCTTTGTGATGTGTGCATTCAACTCACAGCGTTGAAACTTCCTTTTGCCAGAGCAGTTTTGAAACCC TCTTTTTGAAG

t14=171 AATCTGAAAGTGCATAATTGCAGCACTTTGAGGCTTAAGGTCGAAAAGGAAATATCTTCATATAAAAACTAGACAGAAGCATTCTCAGAAACTACTTTGTGATGTGTGCATTCTACTCACATAGTTGAAATTTCCTTCTGATACTGCAGTTTTGAAACAGTCTTTTTGAGG

t15=171 GATCTTCAAGTGGGCATTTTGAGGGCTTTGGGGACTATTGTGGATAAGGAAATATCTTCACATGAAAAGTAGACAGAAGTGTTCTCAGAAACTTCATTTTGATGGGTGCATTCCACTAACAAAGTACAACCTTACTTTTATAGAGCAGTTTTGAAACAGTCTTTTTGTAGA

t16=170 
CTCTGCAAGTGGATATTTGGAGCGCTTTGAAGC-CTTCGTTGGAAACGGGAATATCTTCCCCTTGAAACTAGACAGAAGC ATTCTCAGAAACTTCTTTGTGATGTGGGCATTGAACTCACGGAGCTGAACCTTCCTTTGGATTGAGCAGTTTTGAAAAACTCTTCCTTTAT

Additional bases in 16mer consensus HOR: 

In t03 additional base A should be added after position 60.

In t06 additional base A should be added after position 144 and additional base A should be added after position 19.

In t07 additional base A should be added after position 52.
Chromosome 8 (consensus length 1869 bp)
t01=171 TATCTCGAAGTGGACATTTGGAGGGCTTTGTAGCCTATCTGGAAAAAGGAAATATCTTCCCATGAATGCGAGATAGAAGTAATCTCAGAAACATGTTTATGCTGTATCTACTCAACTAACTGTGCTGAACATTTCTATTGATAGAGCAGTTTTGAGACACTCTCCTGTTGG

t02=167  

AATCTGCAAGTGGATATTTGGATAGATTTGAGGATTTCCTTGGAAACGGGATTATAT----ATAAAAAGTAGACAGCAGC ATTCTCAGAAACTTCTTTGTGATGTTTGCATCCAGCTCTCAGAGTTGAACATTCCCTTTCGTAGAGTAGGTTTGAAACCC TCTTTTTATAG

t03=171 TGTCTGGAAGCAGGCATTTGGAGCGCTTTCAGGCCTATGCTGAAAAAGGAAATATCTACCTATAGAAACTAGACAGAAGCATTCTGAGAATCACGTTTGTGATGTGGGTACTCAACTAACACTGTTGATCCATTCTTTTGATACAGCAGTTTTGAACCACACTTTTTGTAG

t04=171 AATCTGCAAGTGGATATTTGGATAGCTGTGAGGATTTCCTTGGAAACGGGAATGTCTTCATAGAAAATTTAGACAGAAGCATTCTCAGAACCTTGATTGTGATGTGTGTTCTCCACCAACAGAGTTGAACATTTCTTTTGACAGAACTGTTTTGAAACATTCTTTTTATAG

t05=171 AATCTGGAAGTGGATATTTGGAAAGCTTTGAGGATTTCGTTGGAAACGGGAATATCTTCAAATAAAATCTAGCCAGAAGCATTCAAAGAAACATCTTAGGGATGTTTACATTCAAGTCACAGAGTTGAACATTCCCTTTCACAGAGCAGGTTTGAAACAATCTTCTCGTAC

t06=171 TATCTGGAAGTGGACATTTTGAGCTCCTTGGGGCCTATGCGGAAAAAGGAAATATCTTCCGACAAAAACCAGACAGAAGCATTCGCAGAATCACGTTTGTGATGTGTGCACTCAACTGTCAGAATTGAACCTTGGTTTGGACAGAGCACTTTTGAAACACTCTTTTTGTAG

t07=171 AATCTGCAGGTGGATATTTGGCTAGCTTTGAGGATTTCGTTGGAAACGGTAATGTCTTCAAAGAAAATCTAGACAGAAACATTCTCAGAAACACCTTCGTGATGTTTCCAATCAAGTCACAGAGTTGAACCTTCCGTTTCATAGAGCAGGTTGGAAACACTCTTTTTGTAG 
t08=171 TATCTGGAAGTGGACATTTGGAGCGCTTTCAGGCCTACGGTGAAAAAGGAAATATCTTCCCATAAAAACGACATAGAAGCTATCTCAGGAACTTGTTTATGATGCATCCAATCAACTAACAGTGTTGAACCTTTGTACTGACAGAGCAGTGTGAAACACTCTTTTTTTTGG

t09=167  

AATCTGCAAGTGGATATTTGGATCGCTTTGAGGATTTCGTTGGAAACGGGATGCAAT----ATAAAACGTACACAGCAGC ATACTCAGAAAATACTTTGCCATATTTCCATTCAAGTCACAGAGTGGAACATTCCCATCCATAAAGCAGGTTGGAAACAC TCCTTTTGTAG

t10=171 TATCTGGAAGTGGACATTTGGAGCGCTTTCTGAACTATGATGAAAAAGGAAATATCTTCCAATGAAAACAAGACAGAAGCATTATGAGAAACTTATTTGTGATGTGTGTCCTCAACTAACGGACTTGAACCTTTCGTTTCATGCAGTACTTCTGGAACACTCTTTTTGAAG

t11=167 
ATTCTGCATGCGGATATTTGGATAGCTTTGAGGATTTCGTTGGAAACGGGCTTACAT----ATAAAAATTAGACAGCAGC ATTCTCAGAAACTTCTTTGTGGTGTCCGCATTCAAGTCACAGAATTGAACATCCCCTCACATAGAGCAGTTGTGCAGCACTCTATTTGTAG

Additional bases:
Additional bases in 16mer consensus HOR in chromosome 11: 

In t03 additional base A should be added after position 60.

In t06 additional base A should be added after position 144 and additional base A should be added after position 19.

In t07 additional base A should be added after position 52.
Chromosome 9 (consensus length 1192 bp)
t01=171 TATCTGCAAGCGGACGTTTCAAGCGCTTTCAGGCCTATGGTGAGAAAGGAAATATCTTCAAGTAAAAACTAGACAGAAGCATTCTCAGAAACTTATTTGCCATGTGTGTTCTCAACTAACAGAGTTGAACCTTTGTTTTGATACAACATTTTGGAAACACTCTTTTTGTAG

t02=167 
AATCTGAAAGTGGATATTTGGATAGCTTTGAGGATTTCGTTGGAAACGGGATTA----CATATAAAATCTAGAGAGAAGC ATTCTCAGGAACTTCTTTGTGATGTTTGCATTCAAGTCACAGAACTGAACATTCCCTTTCATAGAGCATGTTTGAAACAC TCTTTCTGTAG

t03=171 TACCTGGAAGTGGACATTTGGAGCGCTTTGAGGCCTATGTTGAAAAAGGAAATATCTTCCCATAAAAACTAGACAGAAGCATTCTCAGAAACTTGTTTGTGATGTGTGTATTCAACTAACAGAGATGAACCTTTCTTTTTACAGAGCAGTTTTGAAACACTCTTTTTGTGG

t04=171 AATCTGCAAGTTGATATTTAGATAGCTAGGAAGATTTCCTTGGAAACGGGAATATCTTCATATAAAATCTAGACGGAAGCATTCTCAGAAAGTGCTTTGTGATGTTTGCATTCAAGTCACAGAGTTGAATATTCCCTTTTATAGAGCAGGTTTGAAACACTCTTTCTGCAC

t05=170 
AATCTGGAAGTAGATATTTGGATACCTTTGAGGATTTCTTTGGAAACGGGA-TATCTTCATATAAAATCTAGACAGAAGC ATTCTCAGAAACTTCTTTGTGCTGTATGTCCTCAATTAACAGAGTTGAACCTTTGTGTGGATACAGCATTTTGGAAACAT TCCTTTAGTAG

t06=171 TATTTGGAAGTGGACATTTGCAGCGCTTTGAGGCCTATGTTGAAAAAGGAAATATCTTCTCCTAAAAACCAGACAGAAGCATTCTCAGAAACTTCCTTGTGATGTGTGTACTCAAGTAACAGAGTTGAACCTTACTTTTGACAGAGCCGTTTTGAAACAGTCTTTTTGTAG

t07=171 AATCTGCAAGTGGATATTTGGATAGCTTTGAAGGTTTCGTTGGAAACGGGAATATCTTCATATAAAATCAAGACAGAAGCATTCTCAGAAACTTCTCTGTGATGTTTGCATTCAACTCATAGAGTTGAACACTTCCCTTCATAGAGCAGGTTTGAAACACTCTTTTTGTAA

Chromosome 10 (consensus length 3058 bp)
t01=169 
AGTCTGCAAGCAGATATTTGGACCTTTTTGAGGCCTTCGTTGGAAACGGGATT-TCTTCATATACT-GCTAGACCAAAGA ATTCTCAGTAACTTCTTTGGGTTGTGTGTATTCAATTCACAGCGTTGAACCTTTCTTTAGACCGAGCAGATTTGAAACTCTCCTTTCGTTG

t02=171 CTTTTGCCAGAGGAGATTTCAAGTCATTGGAGGCCAATGGTAGGAAAGAAAATATCTTCGTATAATAACTAAACAGAATCATTCTCAGAAGCTTCTTTGTGATGTGTGCGTTCAACTCACAGAGTTTAACCTTTCTTTTCATAGAGCAGGTTGGAAGCACTCTCTTTGTAA

t03=169  

AGTCTCCAAGTGGATATTTGGAGCTCTTTGAGCCCTTCGTTGGAAACGGGACT-TCTTCATATAAT-GCTAGACAGAAGA ATACTCAGTAACTTCTTTGTGCTGTGTGTATTCAACTCACAGAGTTGAACTTTTCTTTAGACAGAGCAGATTTGATACTCTCTTTTCGTGG

t04=171 CATTTGCAAGTGGAGATTTCAAGGGATTTGAGGCCAATCTTAGAAATGGAAATATCTTCGAATTAAAACTACACAGAATCGTTCGCAGAAACTAGTTTGTGATGTTTGCGTTCAACTCACAGTGTTTAACGTTTCTTTTCATAGAGCAGTTTGGAAACGCTCTCTTTGTAA

t05=168 
GGTCTGCAAGTGGATATTTAGATTTCTGTGAGGCCTTCGTTGCAAACGGGATT-TCTTCATATACT-CACAGACAGAAGA ATTCTCAGTAACTA-TTTGTGTTGTGTGCATTCAACTCACGGAGTTGAACCTTCCTTTATTCGGAGCAGTTTTGAAACAC TCTTTTTGTGG

t06=171 CTTTTGCATGTGGAGGTTTCAAACGATTTGAGGCCAATGGTAGAAAAGGAAATTTCTTCGTATAAAAACTAGAGAGAATCATTCTCAGAAATTACTTTGTGATGTGTGCGTGCAACTCACGGAGATTAACCTTTCTTTTCATAGAGCAGTTTGGAAAGACTCTGTCTGTAA

t07=169 AGTCTGCAAGTGGATATTTGGACTTCTTTGAGCCCTTCGTTGGAAACGGGATT-TCTCCATATACT-GCTAG ACCGAAGCATTTTCAGTAACTACTTTGTGTTGTGTGTATTCAAGTCACAGATTTGAACCTTTCTTTAGACAGAGCAGATTTGAAACGCTCTTCTCGTGG

t08=171 AATTTGCTAGTGCAGATTTCAAGCTCTTCGAGGACAATGGTAGAAAAGGATATATCTTCGTATGAAAACTAGACAAAATCATTCTCAGAAACTACTTTGTGATGTGTGCGTTCCACTCACAGAGTTTAACCTTTCTTTTAATTGAGCAGTTTGGAAACACTATTTTTTTAA

t09=169 
AGTCTGCAAGTGGATATTTGGACCTCTTTGAGGCCTTCGTTGGAAACGGGATT-TCTTCCTATAAT-GCTAGACAGAAGT ATTCTCAGTCACTTCTTTGTGTTGTGTGCATTCAACTCAGAGATTTGAACCTTCCTTTAGAGAGAGCACATTTGAAACACTCTTTCTGTGT

t10=170 
AATTTCCAA-TGGAGATTTCTAGGGATTTGAGGCCAGTCTTAGAAATGGAAATATCTTTGTATAAAACTAGACAGTGTCA TTCTGAGATACTACCTTGTGATGTGTGCGTTCAACTCACAGAGTTTAACCTTTCTTTTCATAGAGCAGTTTGGAAACACT CTATTTGTAA

t11=169 
AGTCTGCAGTAGGATATTTGGACCTCTTTGAGGCCTTCGTTGGAAACGGGATT-TCTTCTTATAAT-GCTAGATAGAAGA ATTCTCAGTAACTTGTTTGTGTTGTGTGTATTCAACTAACAGAGTTGAACCTTCCTTTAGAAAGAGCAGTTTTCAAACACTCTGTTTGTGC

t12=171 AATTTGCTAGTGCAGATTTCAAGCTCTTCGAGGACAATGGTAGGAAAGGAAATATCTTTGTATTAAAACTAGGCAAAATCATTCTCAGAAACTACTTTGTGATGTGTGCGTTCCACTCACAGACTTTAACCTTTCTTTTAATTGAGCAGTTTGGAAACACTCTCTTTGTAA

t13=169 
AGTCTGCAAGTGGATATTAGGACCTCTTTGAGGCCTTCGTTGGAAACGGGATT-TCCTCCTATAAT-GCTAGACAGAAGA ATTCCCAGTCACTTCTTTGTGTTGTGTGCATTCAACTCAGAGATTTGAACCTTCCTTTAGAGAGAGCACATTTGAAACACTCTTTTTGTGT

t14=171 AATTTGCAAGTGGAGATTTCAAGGGATTTGAGGCCAATCTTAGAAATGGAAATATCTTCGAATTAAAACTACACAGAATCATTCGCAGAAACTAGTTTGTGATGTGTGCGTTCAACTCACAGAGTTTAACGTTTCTTTTCATAGAGCAGTTTGGAAACGCTGTCTTTGTAA

t15=169 
GGTCTGCAAGTGGATATTTAGATTTCTGTGAGGCCTTCGTCGCAAACGGGATT-TCTTCATATACT-GCCTGACAGAAGA ATTCTCAGTTACTACTTTCTGTTGTGTGCATTCAACTCACAGAGTTGAACCTTCCTATATTCAGAGCAGTTTTGAAACACTCTTTTTGTGG

t16=171 CTTTTGCAAGTAAAGATTTCAAGCGATTTGAGGCCAATGGTAGAAAAGGAAATAGCTTCGTATAAAAACTAGACAGAATCATTCTCAGAATCTGCTTTGTGATGTGTGCGTGCAACTCACGGAGATTAACCTTTCTTTTCATAGAGAAGTTTGGAAAGAGTCTGTCTGTAA

t17=169 
AGTCTGCAAGCGGATATTTGGACCTCTTTCAGGCCTTCTTTGGAAAAGGGATT-TCTCCATATACT-GCTAGCCCGAAGA ATTTTCAGTAACTACTTTGTGTTGTGTGTATTCAACTCACAGATTTGAACCTTTCTTTAGACAGAGCAGATTTGAAACGCTCTTTTCGTGG

t18=171 CTTTTGCAAGTGGAGATTTCAAGCGATTTGAGGCCAATTGTAGAAAAGGAAATATCTTCGTATAAAAACTAGACAGAACAATTCTCAGAAACTGCTCTGTGATTTGTGCGTTCAACTCACAGATTTTAAACTTTCTTTTCATAGAGCAGTTTGGAAACACTCTTTTTGTAA

Chromosome 11 (consensus length 2047 bp) 
t01=171 GATCGGCCAGTGGATATTTGGACCTCTTTGAAGATTTCGTTGGAAATGGGATAAACTTCACATAAAAGCTAAACCGAAGCATTCTCAGAAACTTCTTTGTGATGTTTGCATTCACCTCACAGAGTCGAACTTTCCCTCTGATACAGCACCTTTGAAACGCTCGTTTTCTAG

t02=171 AATCTGCAAGTGGACATGTGGAGCGCTTCCAGGCCTGTGGTGGAAAAGGAAACATCTTCACATAAGAACTAGAGAGAAGTATTGTCAGAAACTTCTTTGTGATGATTGCATTCAACTCACAGAGTTGAAGATTCCGTTTGAAACAGCAGTTTCGAAACACTCTTTCTGTGG

t03=171 AATCTGTAAGAGGATATGCGGACTTCTTTGAAGATTTCTTTGGAAACGGGAATATCTTCACAGAAAAACTAAACTGAAGCATTCTCGCAAACTTCTTTGTGATGTTTGTGTTCGGGTCACACAGTTTAACCTCGCTTTTCACAGAGCGGTTTTGAGACACTCCTTTCGTAG

t04=171 AATCTGCAGGTGGATATTTGGACCACTGTGAGGCCTTCGTTCGAAACGGGTACACCTTCACGTAAAAACTCAAGAGGAGCATTCTCAGAAACTTCTGTGTGATGATTGCATTCAGGTCACAGAGTTGAACCCTCCATTTGATTGAGCAGTTTGGAAACTCTCTTTTTGTAG

t05=167 
GATCTGCAGGTGGATATTCGGACCTCTCTGAGGATTGCGTTGGAAACGGGATAAACTTCCCAG---AACTACACGGAAGC ATTCTCCGAAACTTCTTTGTGATGTTTGCATACAACTCACAGAGTTGAACCTTCC-TTTCATAGTTCAGCTTTGAGACAC TCTTTTGGTAG

t06=171 AATCTGCAATTGGAGATTTGGACGGCTTTGAGGCCTACGGAAGTAAAGGAAATAACTTCACATAAAAACCAAATGGAAGCATTCACAGAAAATTCTTTGCGATGATTGTATTTAACTGAGAGAGCTGAACATTCCTTTAGATGGAGCAGTTTCCAAACACACTTTTTGTAG

t07=171 AATGTGCAAGTGGACATTTGGAGGGCTTTGAGGCCTGCGGTGGAAAGGGAAATATCTTCACATGAAAACTATATAGAAGCATTCTCAGAAACCACTTTTTGATGATTGCATCGGACTCACAGAGTTGGACATTCCTATGGATAGAACAGTTTGTAAACACTCTTTTTGTAG

t08=171 AATCTGCAAGTGGATATGTGGACCTCTTTGAAGATTTCGTTGGAAACGGGTTCATCTTCACATAAAAACTAAACAGAAGCATTCTCAGAAACTACTTTGTGATGTTTGTGTTCAACTTCCGGAATTGAACTTTCCTCTGGAAAGAGCAGCTATGAAACGCTCTTTTTCTAG

t09=171 AATCTGCAAGTGGATATTTGCACCACTTTGTGGCCTTCCTTCGAAACGGGTATATCTTCACATCAAACCTAGACAGAAGCATTCTCAGAATGTTTCCTGTGAGGACTGCATTCAACTCACAGAGTTGAACACTCCTGTTGATGGAGCAGTTTTGAAACTCTCTTTCTTTGG

t10=166 
AATCTGCAAGTGTAAATTTGGACTTCTCTAAGGATTTCGTTGGAAAGGGGATAAACTTCCCAG---AAGTAATCGGAAGC ATTCTCCGAAACTTCTTTGTGATGTTTGCATTCAACTCACAG-GCTGAACCTTCG-TTTCATAGTTCAGCTTTCAAACAC TCTTTCTGTAG

t11=171 AATCTGCAAGTGGAGATTTGGACCGCTTTGAGGCCTATGGTAGTAAAGGGAAGAACTTCATATAAGAACTAGACAGTAGCACTCTCAGAAAATTCTTTGTGACGATGGAGTTTAACTCAGAGAGCTGAACATTCGTTTTGATGGAGCAGTTTCCAAACACACTTTTGGTAG

t12=171 AATCTGCAGGTGGACATTGGGAGGGCTTTGTGGACGTGGTTGGAAAAGGGAATATCTTCTCATAAAAACTACATAGAAGCACTCTCAGAAACGACTCTGTGATGATAGCATTCAACTCACAGAGTTGGACATTCCTTTTGAGAGAGCAGTTTGGAAACACTCTTTCTGTCG

Additional base: In t12 additional 3bp-sequence CATT should be added after position 129.
Chromosome 17 (consensus length 2379 bp)
t01=171 GATCTGCAAGTGGATATTTGGACCACTCTTTGGCCTTCCTTCGAAACGGGTACATCTTCAAATAAAATCTAGACAGAAGCCTTCTCAGAAACTTCTCTGTGATGATTGCATTCAACTCAAAGCGTTGAACCCTCCTATGGATAGAGCAGTTTTGAATCTCTCTTTTTGTGG

t02=171 AATCTGCAAGTGGATATGTGGTCCTCTTTGAAGATGTCTTTGGAAACGGGAATATCTTCACATAAAAACTAAACAGAAGCATTCTCAGAAACTTCTCTGTGATGTTTGTGTCCAAATCACAGAGTTTCACGTTGCTTTTCATAGAGCAGATGAGAAACATGCTTTTCGTAG

t03=171 GGTCTGCAAGTGGACATTTGGAGAGATTTCAGGCCTGTGGTGGAAAACGAATTATCGTCACGTAAAAACTAGAGGGAAGCATTGTCAGAAACTTGTTTGTGATGACTGCATTCAACTCACAGAGTTGAAGGTTCCTTTTCAAACAGCAGTTTCCAAACACTCTTTCTGTGG

t04=171 CATCTGCAAGTGGATGTTTGGGCCTCTTTGAAGATTTCGTTGGAAACGGGATAATCTTCACAGAAAAGCTAAACAGAAGCATTCTCAGAAACTTCTTTGTGATGTTTGCTTTCAACTCACAGAGTTGAACTTTCCTTTTGAGAGAGAAGCTTTGAAACACTCTTTTTCTAG

t05=171 AATCTGCAAGTGGATATTTGGAGGGCTTTGAGGCCTGTGGTGGAAAAGGAATTATCTTCCCGTAAGAACTAGATAGATGCATTCTCAGAAACTACTTTGTGACGATTGCATTCAAGTCACAGAGGTGAACATTCCCTTTCACAGAGCACTTTGGAAACTCTCGTTGTGTAG

t06=171 AATCTGCAAGTGGAGATATGGACCGCTTTGAGGCCTATGGTAGTAAAGGAAACAGCTTCATATAAAAACTAGACAGCAGCATTCTCAGAAAACTCTTTGTGACGACTGAGTTTAACTCACAGGGCTGAACATTCCTTTGGATGGAGCAGTTTGGAAACACACTATCTGTAG

t07=167 
GATCTGCAAGCGGATACTTGGGCCTCTCTGAGGATTTCGTTGGAAACGGGATAAACCGCACAGAA---CTAAACAGAAGC ATTCTCAGAACCTTCTTCGTGACGTTTGCATTCAACCCACAGTGTTGAACCTTTCTTT-GATAGTTCAGGTTTGAAACAC TCTTTTTGTAG

t08=171 AAACTGCAAGTGGATAACTGCACTTCTTTGAGGCCTATCGTAGTAAAGGAAATAACTTCCTATAAAAACAAGACAGAAGCTTTCTCAGAAAATTCTCTGGGATGATTGAGTTGAACTCACAGAGCAGTACTTTCCTTGGGATGGAGTAGTTTCGAAACACACTTTCTGTAG

t09=165 
AATCTGCAAGTGGATATTTGGACCTGTCTGAGGAATTCGTTGCAAACGGGATAATTTCAGC-TAA---GTAAACAGAAGC AGTCTCAGAATCTTCTTGTG-ATGTTTGCATTCAAATCCCAGAATTGAACCTTCCTTTGAAAGTTCAGGTTT-GAAACAC TCTTTTTGCAG

t10=171 GATCTACAAGTGGATATTCGGACCACTCTGTGGACTTCGTTCGAAACGGGTATATCTTCACATAACATCTAGACAGAAGCATTCTCAGAAACTTTTCTGTGATGACTGCATTCAACTCACAGAGTTGAACACTCCTTTTGAGAGCGCAGTTTTGAAACTCTCTTTCTCTGG

t11=171 AATCTGCAAGGGGACATGCAGACCTCTTTGAAGGTTTCGTTGGAAACGGAATCATCTTCACATAAAAATTACACAGAAGCATTCTCAGGAACTCCTTGGTGATGTTTGTATTCAACTTCCAGAGTTGAACTTTCCTTCGGAAAGAGCAGCTATGAAACACTCTTTTTCTAG

t12=171 AATCTGCAAGTGGACATTGGGAGGGCTGTGAGGTTTGTGGTGGAAAAGGAAATATCTCCACGTAAATACTAGATAGAAGCCTTCTCAGAAACTACTTTGTGATGATTGCATTCACCTCACGGAGTGGAGCATTCCTATTGACAGAGCAGTTTGGAAACACTCTTGTTGTAG

t13=171 AATCTGCTAGTGGAGATTTGGAGCGCTTTGAGGCCTATGGTAGTAAAGGGAAGAGCTTCACATAAAATCTAGACAGAAGCATTCTCAGAAAATACTTTGTGATGATTGAGTTTAACACACAGAGCTGAACATTCCTTTGGATGGAGCAGGTTTGAAACACACTTTCTGTAG

t14=166  

AATCTGCGAGTGGATATTTGGACCTCTCTGAGGATTTCGTTGGAAACGGGATAA-CTGCACCTAA---CTAAACGGAAGC ATTCTCACAAAATTCTTCGTGATGTTTGCATTCAAATCCCAGAGTTGAACCTTCCTTTGATAGTT-CAGCTTTGAAACAC TCTTTTTGTAG

Chromosome 19 (consensus length 2214 bp)
t01=171 AATCTGCCAGTTGATATTTGGGGCGCTTTGAGGGCTATTGTGCCAATGGAAATATCTTCCCCTAAATACTAGACAGAAGCATTCTCAGAAACTACTTTGTGATGTTTGCATTCAACTCACAGTGTTGAACATACCTCTTCATAGAGCAGTTTTGAAAACCTCTTTTTGTAG

t02=171 ATCTGCAAGCGGATAATTGGCTTCGCTTTGTGTCCTTTGGTGGAAATGTGAATATCTTGTAATAAAAACTAGACAGAAATATTCTCAGAATCTTCTTTGTGATGTGGGTATTCAACTAACACAGTTGAACATTTCTTTTGACAGAGCAGTTTTGAAACACTCTTTTGGTAG

t03=170 
AAT-TGCAGGTGAATCTTTGGAGCGCTTTGAAGCCTTTGTTGGAAATGGGAATATCTTCACACACAAACTAGCCAGAAGC ATTCTCAGAAACTTCTTTGTGATGTGTGCGTTGAACCCAGAGAGATGAACCTTTCCTTTGATAGAGCAGTTTTGAAACGTGTTTTTGTGAG

t04=170 AATCTGCCAGCGGACACTTGGAGCGCTTTGAGGGCTGTGGTGGAGAAGGAAATATCTTCCCATAAAATCTAGAAAGAAGCATTCTCAGAAACATTTATGTGAAGCGTGCATTCAACTGACAGAGTTGAACCTTCCTTTTGATACAACAGTTTTGAAACACTC-TTTTGAAC

t05=171 AATCCACAATTGGATAATTGGAACGCTTTGATGCCCATGGTAGAAAAGGAAATATCCTCATATAAAAACTAGACAGAAGGATTCACAGAAAATGCTTTGTGATGTGTGCATTCAAATCACGGAGTTGAATCTTTCTTTTGTTAGAGCAGTTTTGAAACACTGTTTCTGTGG

t06=171 GATCCGCTAGTGGATATTTGGACCGCTTTGAGACCTTTGCTGGAAATGGGAATATCTTCACATATAAACTAGACAGAAGCATTCTCAGAAACTTCTTCGTGATGTGTGCATTCTCCTCCCGAATTTGAATCTTCCTTTTCATGAAGCAGTTTTGAAACACTCTGTTTGTGC

t07=170 
AATCTGAAAGTGGATATTTGGAGCTCTTTGAGGGCTATGGCGGAAAAGAAAATATATTCACAT-TAAACTAGAGAGGAGC ATTCTCAGAAACCTCTTTAGGATGTTTTCAGTAAACTCACAGTGTTGAACATACCTTTCCGTAGAGCAGTTTTGAAACACTCTGTTTGTGG

t08=167 AATCTGCATGTGGATATCTGGAGCGGTTTGAGGCCTACGGTCAAAAAGGAAATATCTTCCTGGGAAAAATAGACGAAAGCATTCTCAGAAACTGCTTTGTGATATGTGCATTCGACTCACTGAGTTGAAACTTTTTTTTGATAGAGCAGTTTTGAAACACTC----TGTAG

t09=171 AATCTGCAAGTGGATATTTGGAGCGTTTTGAGGTCTATGGTAGAAAAAGAAATATCTGCCCCTAAACACCAGACAGAAGCATTCCGAGAAACTTCTTTGTGATGTTTGCATTCAACTAGCAGAGTTGAACCTTCCTTTTGATAGGGCAGTTTGGAAACACTCTTTTTGTAG

t10=171 AATCTGCAAGTGGATATTTGGACTGTTTTGAGGCCTTCATCGGAAACGGGAATATCTTCACATAAACACTAGAGAGAAGCATTCTCAGAAACTTCTTTGTCATCTGTCCATTCAACTCACAGAGTTGAACCTTCCTTTTTCTGGAGCAGTTTTGAAACACTCTTTTTGGAG

t11=171 AATCTGCAGGTAGACATTTGGGGTGCTTTGAGGGCTGTGGTGCAAAAGGAAATGTCTTCCCATAGAAACTAGACTGAAGCATTCTCAGCAACTTCTTTGTGACGTTTGCATTCATCTCACAGTGTTGAACATACCTTTCCATCGAGTAGTTTTGAAACACTGTTTTTGTAG

t12=170 AATCTGCAAGTAGATATTTGGAGCGCTTTGAGGCCTTCGTTGGAAACCGGAATATCTTCACAGGAAAAGTAGATAGAGGTATTCTCAGAAACTTTTTTGTGATATGTAGATTCAACTCACAGCGTTGAACCTTTCTTTGGATGGAGCAGTTTTGAAAAACTC-TTTTATCG

t13=170 AATCTGCAAGTGGATATTTTGACCACTTTGAGGCCTTCATAGGAAACAGTAATATCTTCACATAAAAACTAGATAGAAGCATTGTCAGAAAGTTCTTTGTGATGTGTGAATTCAACTCACAGAGTTGAACC-TTCCTTTAATAGAGCAGTTTTGAAACAC TCTTTTTCTAG

Chromosome 19 (consensus length 2896 bp)
t01=167 AATCTGCATGTGGATATCTGGAGCGATTTGAGGCCTATGGTCAAAAAGGAAATATCTTCCTATGAAAAACAGACAAAAGCATTCTCAGAAACTACTTAGAGATATGTGCATTCAACTCACAGAGTTGAAACTTTTTTTTGATAGAGCAGTTTTGAAACACTCT----GTAG

t02=170 
AATCTGAAAGTGGATATTTGGAGCTATTTGAGGGCTATGGTGGAAAAGAAAATATATTCCCATTAAA-CTAGACAGAAGC ATCCTCAGAAACTTCTTTATGATGTTTGCATTAAACTCACAGAGTTGAACATACCTTTCCATAGAGCAGTTTTGAAACAC TCTTTTTGGGG

t03=170 AATCCGCAAGTGGATATTTGGACCGCTTTGAGACCTTTGCTGGAAATGGGAATATCTTCACATATAAACTAGACAGAAGCATTCTCGGAAACTTCTTCGTGATGTGTGCATTCTGCTCCCAAAGTTGAACCTTCCTTTTCATAAAGCAGTTTTGAAACACTCTTTT-GTAC

t04=171 AATCTACCATTGGATATGTGGAAGGCTTTGATGCCCATGGTAGAAAAGGAAACATCCTCATATAAAATCTAGACAGAAGGATTCACAGAAACTGCTGTGTGATGTGTGCATCCAAATCACGGAGTTGAACTTTTCTTTTGTTAGAGCAGTTTTGAAACCCTGTTTCCGTGG

t05=170 AATCTGCCAGTGGACATTTGGAGCGCATTGAGGGCTATGGTGGAGAAGGAAATATCTTCACATAAAAACTAGAAAGAAGCATTCTCAGAAACATCTATGTGAAGTATGCATTCAACTCACAGAGTTGAACCTTCCTTTTGATAGAAGAGTTTTGAAACACTCTTTT-GTAC

t06=170 AATTGCAGGTGAATATTTGGAGCGCTTTGAAGCCTTTGTTGGAAATGGGAATATCCTCACATTAAAAACTAGCCAGAAGCATTCTCAGAAACTTCTTTGTGATGTGTGCATTGAACCCAGAGAGATGAACCGTTCCTTTGAGAGAGCAGTTTTGAAACGTGTTTTT-GTAA

t07=171 GATCTGCAAGTGGATATTTGGGGCGCTTTGAGTCCTTAGGTGGAAACGGGAATATCTTCGAATAAAAACTAGACAGAATTATTCTCAGAATCTTCTTTGTGATGTGGGCATTCAACTAACACAGTTGAACATTTCTTTTGACAGAGCAGTTCTGAAACACTCTTTTTGTAG

t08=171 AATCCGCCAGTGGATATTTGGAGCGCTTTGAGGGCTATTGTGCAAATGGAAATATCTTCACCTAAAAACTAGACCGAAGCAATCCCAGAAACTACTTTGTGATGTTTGCATTCAACTCACAGAGTTGAACCTACCTCTTCATAGGGCAGTTTGGAAAACCTCTTTTTGTAG

t09=170 AATCTGCAAGTGGATATTTGGACCACTTTGAGGCCTTCATAGGAAACAGTACTATCTTCACATAAAAACTAGGTAGAAGCATTCTCAGAAACTTCTTTGTGATGTGTGAATTCAACTCACAGAGTTGAACCTTCCTTTAATAGAGCAGTTTTGAAACACTCTTTTT-GTAG

t10=170 AATTTGCCAGTAGATATTTGGAGCGCTTTGAGGCCTTCGTTGGAAACCGGAATATCTTCACATAAAAAGTAGATAGAGCCATTCTCAGAAACTTTTTTGTGATATGTAGATTCAACTCACAGCGTTGAACCTTTCTTTTGATAGAGCAGTTTTGAAAAACTCTTTT-ATCG

t11=171 AATCTGCAAGTAGACATTTGGAGTGCTTTGAGGGCTGTGGTCGAAAAGGAAATATCTTCACATAGAAACTAGACTGAAGCATTCTCAGCAACTTCTTTGTGACGTTTGCATTCATCTCACAGTGTTGAACATACCTTTTCATAGAGCAGTTTTGAAACACTATTTTTGTAG

t12=171 TATCTGCAAGTGGATATTTGGACTGCTTTGAGGCCTTCATTGGAAACGGGAATATCTTCACATAAACACTAGACAGAAGCATTCTCTGAAACTTCTTTGTGATGTGTGTATTCAACTCACAGAGTTGAACCATCTTTTTTATGGAGCGGTTTTGAAACAGCGTTTTTGTAG

t13=170 
AATCAGCAAGTGGATATTGGGAACACTTTGAGGCCTCTGGTGGAAAGGGAA-TGTCTTCACATAAAAACTGGACAGAAGC ATTCTCAGAAACATCTTTGTGATGTTTGCATTCAACTCACAGAGTTGATCCTTCCTTTTAATAGGGCAGTTTTGCAACACTCTTTTTGTAG

t14=171 AATGCACCAGTGGGCTTTTGGAGCACGTCAAGGGCTATGGTGAAAAAGGAAATATCTTCTCATAAAAACTAGACAGAAGTATTCTGTAAAACTCCTTTGTGATGTTTGCATTCAACTCAGAAAGTTGAACTTCTCTTTATATAGTCCAGTTTTCAAACACTATTTTTGTAG

t15=171 AATCTGCAAGTGGATACTGGGACTGCTTTGAGGCCTTCGTTGGAAACGGGATTATCTTCACATAAAAACTAGACTGAAGGATTCTTAGAAACTTCTTTGTGATGTGTGCATTCAACTCACCGAGTGGAACCTCACTTTTGATAGAGCAGTGTTGAAAGACACTTGTTGTAG

t16=171 AATCTGCAGGTGGATATTTGGAGTGCTTTGAAGCCTTCCTTGGAAACGGGAATATCTTCACATAAAAACTAGACATAAGCATTCTCAGAAACTCCTTTGTGATCTGTCCATTCAGCTCACAGAGTTGAACCTTCCTTTTGATAGAGCAGTTTTGAAACACTCTTTCTGTAG

t17=171 AGTCTGCAAGTGGATATCAGGAGCGCTTTGAGGCCTATGGTAGAAAAAGAAATATCTGCATATAAAAACTAGACAGAAGCATTCTGAGAAACTTCTTTGTGATGTTTGCATTCAACTACCAGAGTTGAACCTTCCTTTTGATAGAGCAGTTTTGAAACACTCTTTGTGTAG

Chromosome X (consensus length 2057 bp)
t01=171 AATCTGCAAGTGGACATTTGGAGCGCTTTCAGGCCTGTGGTGGAAAAGGCCTTATCTTCACAGAAAGACGAGAGAGAAGCATTGTCAGAAACTTCTTTGTGATGATTGCATTCAACTCACAGAGTTGAAGATTCCTTTTGAAACAGCAGTTTCGAAACACTCTTTCTGTGG

t02=171 AATCTGTAAGTGGATACGTGGACCTCTTTGAAGATTTCTTTGGAAACGGGAATATTTCCACAGAAAAACTAAACTGAAGCATTCTCAGAAACTGCTTTGTGATGTTTGTGTTCGAGCCACAGAGTTTAACATTGCTTTTCATAGAGCAGTTTTGAAATATTCTTTTGGCAG

t03=171 AATCTGCAAGTGGATATTTGGACCACTGGGTGGCCTTCGTTCGAAACGGGTATATGTTCACGTAAAAACTAAAGAGAAGCATTCTCAGAAACTTCTGAGTGATGATTGCATTCAAGTCACACAGTTGAACCCTCCTTTTGATTGAGCAGTTTTGAAACTGTCTTTTTGTAG

t04=167 
AATCTGCAGGTGGATATTTGGACCTCTCTGAGGATTTCGTTGGAAACGGGAATAATTTCCCAT---AACTAAACACAAAC ACTCTGAGAAAGTTCTTCATGATGAATGCATTGAACTCGCAGAGATGAAC-CTGCCTTTGAGAGTTCAGGTTCGAAACAC TCTTTCTGTAG

t05=171 AATCTGCAAATGGAGATTTGGACTGCTTTGAGGCCTACGGTAGTATAGGAAGGAACTTCATATAAAAGGCAAACGGAAGCATTCTCAGAATATTCTTTGTGATGATGGAGTTTCACTCACAGAGCTGAACATGCCTTTTGATGGAGCAGTTTCCAAATACACTTTTGGTAG

t06=171 AATCTGCAAGTGGACGTTTGGAGGGCTTTGAGGCCTGTGGTGGAAAAGGAAATATCTTCACATAAAAACTAGATAGAAGCATTCTCAGAAACGACTTTGTGAGGATGGCATTCAACTCATGGAGTTGAACAATCCTATTGATAGAGCAGATTGGAATCACTCTTTTTGTAG

t07=171 AATCTGCAAGGGGATATGTGGACCTCTTTGAAGATTTCACTGGAAACGGGATCATCTTCACATAAGAACTAAACAGAAGCATTCTCGGAAACTACTTTGTGATGTTTGTATTCAACTCCCAGAGTTGAACTTTCCTTTTGAAAGAGCAGCTATGAAACACTCTTTTTCGAG

t08=171 AATCTGCAAGTGTATATTTTGACCACTTTGTAGCCTTCGTTTGAAACGTCTATATCTTCACATCAAACCTAGACAGAAGCATTCTCAGAAAGTTTTCTGCGATGACTGCATTCAACTCACAGAGTTGAACAATCCTTTTGATGGAGCAGTTTTGAAACCCTCTTTCTTTGG

t09=167 
AATCTGCAAGGGGATATTTGGACCTCTCTGAGGATTTCGTTGGAAACGGGATCAACTTCCCAT---AACTGAACGGAAGC AAACTCAGAACATTCTTTGTGATGTTTGTATTCAACTCACAGAGTTGAAC-CTTCCTTTGATAGTTCAGGTTTGCAACAC CCTTGTAGTAG

t10=171 AATCTGCAAGTGGAGATTTGGACCGCTTTGAGGCCTGTGGTAGTAAAGGAAAGAACTTCATATAAAAACTAGACGGTAGCACTCTCAGAAAATTCTTTGTGACGATGGAGTTTAACTCAGAGAGCTGAACATTCGTTATGATGGAGCAGTTTCCAAACACACGTTTTGTAG

t11=171 AATGTGCAAGTGGATATTTAGCGGGCTTGGAGGACTGTGTTGGAAAAGGAAATATCTTCTCCTAAAAACGACATAGAAGCATTCTCAGAAACTGCTCTGTGATGATTGCATTCAACTCCCAGAGTTGAACATTCCTTTTGATAGAGCAGTTTGCAAACACTCTTTTTGTAG

t12=169 GATCCGCAAGGGGATATTTGGACCTCTTTGAAGATTTCGTTGGAAACGGGATAATCTTCACCTAAAAGCTAAACGGAAGCATTCTCAGAAACTTCTTTGGGATGTTTGCATTCACCTCACAGAGTTGAACTTTCCCTTTGATAGCGCAGCTTCG--ACAC ACTTTTTCTAC  
Additional bases: In t01 an additional 15-bp sequence base GAAAGCCTTTTCCTT should be added after position 39.
