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Dr. Francesco Brancia studied chemistry at the University of Trieste (Italy). In 1998, he joined the Michael Barber Centre for 
Mass Spectrometry at Manchester University starting a Ph.D. in the area of characterisation of peptides and proteins using 
chemical derivatisation. After the completion of his Ph.D. he joined Shimadzu Research Laboratory (Europe) where he was 
involved in the development of the digital ion trap and all related applications. The general theme of his research focuses on the 
development and implementation of innovative mass spectrometric methods for identification and quantification of 
biomolecules. 
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